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3:20  Macro- and Micro-Scale Control of Stem Cell 
Aggregate Differentiation in Suspension Culture

Todd McDevitt, Ph.D., Assistant Professor, Biomedical Engineering, Georgia 
Institute of Technology and Emory University  
Differentiation of ESCs in vitro is commonly induced via 3D cell aggregates in suspension, 
referred to as “embryoid bodies” (EBs), which typically yield a heterogeneous population of 
ectoderm, endoderm and mesoderm cells.  Currently, most strategies to direct the differen-
tiation of ESCs consist solely of applying soluble factors exogenously to stem cell cultures, 
however, improved methods to spatiotemporally control physico-chemical cues infl uencing 
cell morphogenesis may result in increased effi ciency and homogeneity of stem cell differen-
tiation.  We have developed and characterized the effects of novel methods to control the 
differentiation of EBs via 1) hydrodynamic forces imposed during suspension culture and 2) 
microparticle-mediated delivery of morphogenic factors directly within stem cell aggregates.  
These novel enabling technologies to enhance the directed differentiation of ESCs represent 
scalable approaches capable of being directly integrated into bioprocessing methods for the 
engineering of stem cell therapies and diagnostics.

3:50  Module Map of Stem Cell Genes Guides Creation of Epithelial 
Cancer Stem Cells

David Wong, M.D., Ph.D., Instructor, Dermatology, Stanford University
Cancer cells and normal stem cells share the unique property of self-renewal. A gene module 
map of stem cells and differentiated cells revealed two distinct transcriptional signatures that 
distinguish embryonic stem cells (ESC) and adult tissue-specifi c stem cells. The ESC-like tran-
scriptional program is activated in human epithelial cancers and strongly predicts metastasis 
and death. MYC is suffi cient to activate the ESC-like program in normal and cancer cells and 
increase the fraction of tumor-initiating cells by 150-fold, enabling tumor formation and serial 
propagation with as few as 500 cells. These results suggest that activation of an ESC-like 
transcriptional program in differentiated adult cells may induce pathologic self-renewal char-
acteristic of cancer stem cells.

4:20  Reception in the Exhibit Hall

5:00  Breakout Discussions in the Exhibit Hall

6:00  Close of Day
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7:00am  Registration and Morning Coffee

7:20  Plenary Keynote Introduction

7:30  PLENARY KEYNOTE 
Michael  J. Yaszemski, Ph.D., M.D., Brigadier General, United States Air Force Reserves, 
Professor, Orthopedic Surgery and Biomedical Engineering, College of Medicine, Mayo 
Clinic

THERAPEUTIC THEMES: CONSIDERATIONS FOR 
CARDIAC REGENERATION

8:25am  Chairperson’s RemarksFEATURED PRESENTATIONS
8:30  Directed Differentiation of Pluripotent Stem Cells 

for Heart Disease
Deepak Srivastava, M.D., Professor and Director, Gladstone Institute of Cardiovascular 
Disease University of California San Francisco 

9:00  Stem Cells for Cardiac Regeneration 
Eduardo Marbán, M.D., Ph.D., Founding Director, Heart Institute, Cedars-Sinai  

9:30  Human Embryonic Stem Cells in Safety Pharmacology: 
A Powerful Tool to Predict Arrhythmias?

Martin Traebert, Ph.D., Head, Safety Pharmacology EU, Preclinical Safety, Novartis Pharma AG 
An introduction to the fi eld of cardiosafety testing and the pharmaceutical industry background 
of differentiation of human embryonic stem cell into cardiomyocytes will presented.  In addi-
tion, the potential future of the technology within the Novartis test strategy and biochemical 
and electrophysiological characterization of these cardiomyocytes.

10:00  Cardiology Panel of Experts
Biologic Perspective:  Deepak Srivastava, M.D., UCSF

Clinical Perspective:  Eduardo Marbán, M.D., Ph.D., Cedars-Sinai

Screening:  Martin Traebert, Ph.D., Novartis Pharma AG

Clinical Trial Design: Dawn Driscoll, Ph.D., DCi Biotech

Imaging: Joseph Wu, M.D., Ph.D., Stanford University 

Manufacturing:  Nicholas L’Heureux, Ph.D., Cytograft 

10:30  Poster Competition, Refreshment Break & Raffl es 
in the Exhibit Hall

11:30  MMTC Breakout Groups Hosted by the Panel of Experts
Motivating Meeting for the Therapeutic Community

Join the focused discussion tables hosted by each of the Cardiology Panel of Experts

12:30 Luncheon Presentation: Ultrasensitive      Sponsored by  
Multiplexed Biomarker Assays from 
Discovery to the Clinic

Pankaj Oberoi, Ph.D., Director, Qualifi ed Kit Development, Meso Scale Discovery 

1:30  Plenary Keynote Introduction

1:40  PLENARY KEYNOTE
 Engineering Cells to Death
James A. Wells, Ph.D., Chair, Professor of Pharmaceutical Sciences, Departments of Pharma-
ceutical Chemistry and Cellular & Molecular Pharmacology,  University of California, San 
Francisco
Apoptosis, or programmed cell death, represents an ultimate fate decision in cell biology. This 
process is critical for cellular differentiation and remodeling of tissues, and for anti-viral and 
anti-tumor defense. The study of apoptotic pathways has important ramifi cations for determin-
ing what is critical for cellular homeostasis, and for the development of potential anti-cancer 
therapeutics. A distinct molecular feature of apoptosis is the widespread but controlled cellular 
proteolysis, that is predominantly mediated by eight members of the caspase family of cysteine 
proteases. These enzymes are like demolition experts that cleave protein targets critical for cel-
lular life. We have designed new enzymes, and antibodies, and small molecules to study and 
activate individual caspases and the proteins they cleave. For example, a robust proteomic 
method for global profi ling of proteolysis (“degradomics”) in cells has been developed. Key 
to this is an engineered enzyme, subtiligase, that permits selective labeling and enrichment for 
the protein N-termini created as a result of proteolysis. Using this approach we have already 
identifi ed >300 caspase substrates from Jurkat cells that were induced to undergo apoptosis 
by treatment with the chemotherapeutic agent etoposide. The proteins fall into a wide range 
of functional classes, and reveal much about the molecular components, logic, and timed 
sequence of events that drive a cell from life to death. We believe these engineered enzymes 
and proteomic approaches will be useful for characterizing the proteolysis of apoptosis in-
duced by various agents or in different cell types, and will be generally useful for dissecting 
protease signaling pathways.    
2:25  PLENARY KEYNOTE     
The Brave New World of Personalized Medicine: The Experimental Man 
Project, One Man Takes the Ultimate High-Tech Exam
David Ewing Duncan, Chief Correspondent, NPR Talk’s “Biotech Nation” and Best Selling 
Author “Masterminds”
This focus of this presentation will be on “Creative Disruptions”, and will demonstrate the 
walking scientifi c response to the question: “Can they really do that?” The most important 
and controversial topics of today’s scientifi c research will be discussed, from stem cells and 
synthetic biology, to rising drug prices and reforming the FDA. Recently, there has been atten-
tion on science’s most signifi cant story: a species’ potential to self-evolve. As the founder of the 
independent BioAgenda Institute for Life Science Studies and, more recently, as the founder 
of the new Center for Life Science Policy at UC Berkeley, the passion for what comes next 
after new technologies appear will be explored -- what happens in business, politics, science, 
philosophy, the media, the arts, and to society as a whole.

3:05  Ice Cream Refreshment Break in the Exhibit Hall with 
BEST NEW PRODUCT AWARDS (Last Chance for Viewing Exhibits & Posters)

HARNESSING CELLS FOR REGENERATIVE HEALING
3:55  Chairperson’s Remarks

4:00  miRNA Mimic/Inhibitor Screen Identifi es        Sponsored by
miRNA Involvement in Mesenchymal 
Stem Cell Differentiation

Queta Smith, Ph.D., Associate Director Tech Communications, Thermo Fisher Scientifi c
MicroRNAs play a fundamental role in a wide array of developmental events. Here, we have 
used a library of miRNA mimics and inhibitors to identify miRNAs that play a role in mesen-
chymal stem cell osteogenic differentiation. The miRNAs identifi ed in the screen were able 
to trigger the expression of early osteogenic markers in the absence of other external signals 
(e.g., dexamethsome, ascorbate) and restore osteogenic potential to high passage number 
human MS cells. These fi ndings defi ne a role for miRNAs in human MS cell osteogenic dif-
ferentiation and demonstrate the value of mimic/inhibitor screens in identifying biologically 
relevant miRNAs.

4:30  Programming Cells in Situ
Omar Ali, Ph.D., Post Doctoral Fellow, Laboratory for Cell and Tissue Engineering, 
Harvard University 
There are hundreds of clinical trials of cell therapy currently underway, with the goal of curing a 
variety of diseases, but simple cell infusions lead to large-scale cell death and little control over 
cell fate. We propose a new approach, in which material systems are fi rst used either as cell 
carriers or attractors of host cell populations, and in either case the material then programs the 
cells in vivo and ultimately disperses the cells to surrounding host tissues or organs to participate 
in tissue regeneration or destruction.
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5:00  Genetically Engineered MSCs for CNS Regeneration
Casey Case, Ph.D., Vice President, Research, SanBio 
MSCs transiently transfected with Notch-1 are more effective than unmanipulated MSCs in 
models of stroke regeneration. We have new data concerning mechanism of action. In ad-
dition, we have established GMP manufacturing, successfully presented our protocol to the 
Recombinant DNA Advisory Committee (RAC) and submitted an IND to the FDA.

5:30  ES Cell Therapies for Muscular Dystrophy
Radbod Darabi, M.D., Ph.D., Senior Research Fellow, Lillehei Heart Institute and 
Department of Medicine, University of Minnesota  
Embryonic stem (ES) cells are endowed with self-renewal and broad differentiation potential. 
However, the generation of a population of myogenic progenitors from differentiating ES 
cells with signifi cant regenerative potential has proven elusive. We have recently shown that 
it is possible to circumvent the defective EB environment by over-expressing Pax3, the master 
regulator of the myogenic program. This strategy, in concert with a cell purifi cation method 
based on paraxial and lateral plate mesoderm surface markers, enabled us to generate a 
teratoma-free early population of myogenic progenitors from ES cells, capable of promoting 
extensive engraftment of adult myofi bers and improvement in contractile function.  We are 
currently assessing the long-term regenerative potential of the cells and whether they seed the 
satellite cell compartment in vivo. These results will be discussed.

6:00  Close of Day

FRIDAY, FEBRUARY 27

THERAPEUTIC THEMES: iPS CELLS AND 
PERSONALIZED MEDICINE
8:00am  Morning Coffee

8:30  Chairperson’s Remarks

8:35  Diagnostic Perspective: iPS Cells for Cardiovascular Diagnostics
Bruce Conklin, M.D., Senior Investigator, Gladstone Institute of Cardiovascular Disease, 
Professor of Medicine, Division of Medical Genetics, University of California San Francisco 

9:05  Patient-Specifi c Pluriopotent Stem Cells for Drug Discovery 
and Regenerative Medicine

Justin Ichida, Ph.D., Post Doctoral Fellow, Stem Cell and Regenerative Biology, 
Harvard Stem Cell Institute 

9:35  iPS Panel of Experts 
Therapeutic Perspective:  Justin Ichida, Ph.D., Harvard Stem Cell Institute

Diagnostic Perspective: Bruce Conklin, M.D., Gladstone Institute of Cardiovascular Disease

Commercial Considerations:   R. Lee Buckler, LLB, Cell Therapy Group

IP & Regulatory Landscape:  Stacy Taylor, J.D., DLA Piper US, LLP 

Quantitative Analysis: Paul Grayson, President and CEO, Fate Therapeutics

Screening: Berta Strulovici, Ph.D., VP Research & Discovery, iZumi Bio

10:20  Coffee Break

11:00  MMTC Break-Out Groups Hosted by the Panel of Experts
Mingle, Meet, Talk & Communicate
Join the focused discussion groups hosted by each of the iPS Panel of Experts

12:00pm Luncheon Presentation (Opportunity Available) 
or Lunch on Your Own

FIVE N’ FIVE VENTURE CAPITAL AND EMERGING 
COMPANY FORUM
1:00  Chairperson’s Remarks

VENTURE CAPITAL FORUM
1:05  Venture Capital Panel of Experts

A panel of venture capital experts present an overview of 
their VC fi rm and give helpful tips in building a cell-based 
technology into a viable business.

Gregory Bonfi glio, J.D., Managing Partner, Proteus Venture Partners 

Beth Seidenberg, M.D., Partner, Kleiner Perkins Caufi eld & Byers

Ken Aldrich, J.D., Member, Tech Coast Angels, Managing Director, Convergent Ventures, LLC 

Michael Goldberg, M.B.A., General Partner, Mohr Davidow Ventures  

EMERGING COMPANY FORUM
In this unique session, emerging stem cell companies present their technologies, tools, thera-
pies, and business goals.   Each has FIVE minutes to present FIVE slides, followed by an 
interactive discussion with the VC experts who will give valuable feedback to the company on 
how to better present their technology and plan to receive adequate funding.

1:50  America Stem Cell Inc. 
Stem Cell Homing and Engraftment

Amelia J. Spiliotes, M.B.A., Executive Vice President, Corporate Development

2:05  AuxoCell Laboratories, Inc. 
Umbilical Cord Matrix Mesenchymal Stem Cells:  Regenera-
tive Medicine Beyond Umbilical Cord Blood

Kyle Cetrulo, M.D., Chief Operating Offi cer

2:20  California Stem Cell Inc. 
High-Purity Human Cells for Therapeutic 
Development and Clinical Application

Chris Airriess, Ph.D., Chief Operating Offi cer

2:35  Capricor Inc.
Cardiac Stem Cell Therapies for Heart Disease

Oliver Foellmer, M.B.A., President and Chief Executive Offi cer

2:50  GIRUS Life Sciences, Inc.  
Directed Cell Traffi cking for Improved Bone Marrow Transplants

M. Abi Abitorabi, M.A., Ph.D., Founder and President

3:05  Close of Conference
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analysis of genes that are collectively targeted by aberrantly expressed miRNAs in six human 
cancers. This analysis revealed  possible functional links between cancer-related processes and 
miRNA expression, identifi ed miRNA targets that are known tissue-specifi c biomarkers of cancer, 
and narrowed in on pathways specifi cally to each type of cancer that were enriched for miRNA 
targets.
10:00 Identifying Functional Consequences

of Molecular Profi les of Cancer 
through Pathway Analysis

Sponsored by

Megan Laurance, Ph.D., Senior Scientist, Ingenuity Systems
The adoption of technologies that detect transcript and microRNA levels, as well as methylation 
patterns in cancer presents researchers with the challenge of translating those molecular profi les 
into clear understanding the core pathways and processes altered in cancer. Understanding the 
functional consequences of molecular alterations ultimately provides a strategy for impacting the 
physiological processes affected by those pathways. In this session, we will present a case study 
in which IPA has been used as a target and biomarker discovery tool to identify paths linking 
molecular profi les to cancer-specifi c phenotypes and physiological responses.

10:30 TBA Sponsored by

10:45 Poster Competition Refreshment Break & Raffl es 
in the Exhibit Hall

11:30 Epigenetic Silencing of miR-342 in Colorectal Cancer
Muneesh Tewari, M.D., Ph.D., Assistant Member, Human Biology Division, Fred Hutchinson 
Cancer Research Center
MicroRNAs (miRNAs) are small (approximately 22 nt in size) regulatory RNAs that play important 
roles in cancer development and progression. We discovered that miR-342, an intronic miRNA, 
is suppressed in colorectal cancer via epigenetic silencing of its host gene’s promoter. Furthermore, 
re-expression of miR-342 in colorectal cells in culture triggered apoptosis, suggesting that a func-
tion of miR-342 silencing during carcinogenesis is suppression of programmed cell death. The talk 
will present these results and discuss potential directions for future research.

12:00pm Diagnostic and Therapeutic MicroRNA Strategies 
in Ovarian Cancer 

Lin Zhang, Center for Research on Early Detection and Cure of Ovarian Cancer, University of 
Pennsylvania School of Medicine 
We have reported that miRNAs exhibit genomic alterations at high frequency and their expression 
is remarkably deregulated in ovarian cancer, strongly suggesting that miRNAs are involved in the 
initiation and progression of this disease. Indeed, our recent studies indicate that miRNA-based 
method is a novel strategy with strong potential application to human ovarian cancer in early 
detection, diagnosis and treatment. 
12:30 Luncheon Presentation

The NanoString nCounter System: 
A Highly Sensitive, Digital Technology for 
Multiplexed Measurement of Gene Expression 
Without Reverse Transcription or PCR

Sponsored by

Gary Geiss Ph.D., Principal Scientist, NanoString Technologies

1:00 Luncheon Presentation
Analysis of Genome-wide Genotyping Data 
for Copy Number Variation in Breast Cancer

Aubree Hoover, Senior Product Manager, Rosetta Biosoftware

Sponsored by

1:30 Plenary Keynote Introduction                                                                                                                      

1:40  PLENARY KEYNOTE     
 Engineering Cells to Death 
James A. Wells, Ph.D., Professor and Chair of Pharmaceutical Chemistry, and Professor of 
Cellular & Molecular Pharmacology, University of California, San Francisco
Apoptosis, or programmed cell death, represents an ultimate fate decision in cell biology. This 
process is critical for cellular differentiation and remodeling of tissues, and for anti-viral and anti-
tumor defense. The study of apoptotic pathways has important ramifi cations for determining what 
is critical for cellular homeostasis, and for the development of potential anti-cancer therapeutics. 
A distinct molecular feature of apoptosis is the widespread but controlled cellular proteolysis, that 
is predominantly mediated by eight members of the caspase family of cysteine proteases. These 
enzymes are like demolition experts that cleave protein targets critical for cellular life. We have 
designed new enzymes, and antibodies, and small molecules to study and activate individual cas-
pases and the proteins they cleave. For example, a robust proteomic method for global profi ling 
of proteolysis (“degradomics”) in cells has been developed. Key to this is an engineered enzyme, 
subtiligase, that permits selective labeling and enrichment for the protein N-termini created as a 
result of proteolysis. Using this approach we have already identifi ed >300 caspase substrates 
from Jurkat cells that were induced to undergo apoptosis by treatment with the chemotherapeutic 
agent etoposide. The proteins fall into a wide range of functional classes, and reveal much about 
the molecular components, logic, and timed sequence of events that drive a cell from life to death. 
We believe these engineered enzymes and proteomic approaches will be useful for character-
izing the proteolysis of apoptosis induced by various agents or in different cell types, and will be 
generally useful for dissecting protease signaling pathways.

2:25  PLENARY KEYNOTE     
The Brave New World of Personalized Medicine: The Experimental Man 
Project, One Man Takes the Ultimate High-Tech Exam
David Ewing Duncan, Chief Correspondent, NPR Talk’s “Biotech Nation” and Best Selling 
Author “Masterminds”
This focus of this presentation will be on “Creative Disruptions”, and will demonstrate the walking 
scientifi c response to the question: “Can they really do that?” The most important and controversial 

topics of today’s scientifi c research will be discussed, from stem cells and synthetic biology, to 
rising drug prices and reforming the FDA. Recently, there has been attention on science’s most 
signifi cant story: a species’ potential to self-evolve. As the founder of the independent BioAgenda 
Institute for Life Science Studies and, more recently, as the founder of the new Center for Life Sci-
ence Policy at UC Berkeley, the passion for what comes next after new technologies appear will 
be explored -- what happens in business, politics, science, philosophy, the media, the arts, and 
to society as a whole.

3:05  Ice Cream Refreshment Break in the Exhibit Hall with 
BEST NEW PRODUCTS AWARDS (Last Chance for Viewing Exhibits & Posters)

EVALUATING TARGETS FOR CANCER

3:55  Chairperson’s Remarks

4:00 Systems Optimization of ErbB-Targeted Therapeutics: 
Development of an Anti-ErbB3 Monoclonal Antibody

Ulrik B. Nielsen, Ph.D., Vice President, Research, Merrimack Pharmaceuticals 
Using very large biological datasets of cell signaling, we have constructed detailed, mechanistic 
models. These may be used to predict network responses to targeted therapeutics such as mono-
clonal antibodies and small molecule inhibitors. Using the ErbB signaling network as an example, 
we will present how simulation proposed MM-121, a monoclonal anti-ErbB3 antibody, as a 
potentially superior approach current therapies.

4:30 Oncology Target-Disease Linkage through Pathway Profi ling
Lihua Yu, Principal Scientist, Cancer Bioscience, AstraZeneca PLC 
One of the key challenges to the successful development of novel oncology agents is to identify dis-
ease settings most likely to see patient response. The explosion of molecular profi ling data has pro-
vided us unprecedented opportunity to further our understanding of diseases at molecular level and 
to associate cancer pathways with disease subtypes. We will discuss several recent examples to 
illustrate how we use pathway-based approaches to establish oncology target-disease linkage.

5:00 Evaluation of Molecular Pathway Biomarkers of 
Novel Cancer Therapeutics

Sherry X. Yang, M.D., Ph.D, Chief of Nat’l Clinical Target Validation Laboratory, Division of 
Cancer Treatment and Diagnosis, National Cancer Institute
The talk will focus on the use of gene expression profi ling approach for identifi cation of molecular 
pathways in response to small molecule inhibitor of poly(ADP-ribose) polymerases in combination 
with chemotherapeutics, and to anti-angiogenesis agents. How the approach that was utilized for 
evaluation of cancer targets will be discussed and reviewed. In addition, validation and potential 
application of the identifi ed pathway biomarkers will be discussed.

5:30 To be Announced

6:00 Close of Day
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WHOLE GENOME EXPRESSION PROFILING

8:30 Chairperson’s Remarks
Goli Samimi, Ph.D., MPH, Cancer Prevention Fellow, Cell and Cancer Biology Branch, Na-
tional Cancer Institute

8:35 Whole Genome Expression Profi ling of Ovarian Cancer: 
Heading Toward Individualized Care

Goli Samimi, Ph.D., MPH, Cancer Prevention Fellow, Cell and Cancer Biology Branch, Na-
tional Cancer Institute
Whole genome expression profi ling has the potential to stratify patients by identifying previously 
unrecognized tumor subsets.  We applied this technology to over 300 ovarian cancers  activated 
pathways which contain new and novel therapeutic targets. Although  presently, all epithelial ovar-
ian cancers are treated essentially the same with surgery and chemotherapy, integrating these new 
genomic fi ndings can point to a more tailored approach for this disease.  Patients will be stratifi ed 
according to prognosis, tumor grade and histology and ultimately specifi c pathways.

9:05 Personalized Cancer Therapy in the Light of Associative 
Learning: A Systematic Approach to Remove Technical and 
Analytical Diffi culties from its Path

Zoltan Szallasi, M.D., Senior Research Scientist, Children’s Hospital, Boston, USA, Professor, 
Danish Technical Uiniversity, Lyngby, Denmark 
We will address several important issues deeply rooted in the high-throughput nature of genome 
scale profi ling and highly relevant for the meaningful analysis of clinical microarray data: system-
atic bias  and normal tissue contamination in clinical cancer microarray data, and the diffi cult task 
of extracting robust, convergent and clinically useful information from multiple cancer data sets. 
We will also provide evidence from a clinical cohort that an appropriately selected, biologically 
motivated robust gene expression signature can determine which of two widely used chemothera-
peutic agents will be more effective for a given ovarian cancer patient.

9:35 An Approach to Understanding the Functional Consequences 
of Susceptibility Alleles Discovered In Genome Wide Associa-
tion Scans

Matthew Freedman M.D., Assistant Professor, Harvard Medical School, Associate Physician, 
Dana-Farber Cancer Institute, Associate Member, Broad Institute of Harvard and MIT
A rapid cancer biomarker and pathway discovery program will be described utilizing novel 
ChIP-on Chip and next generation-sequencing-based ChIP-Seq promoter array technologies, in 
conjunction with an antibody collection to the entire family of human and mouse Transcription 
Factor (TF) proteins.
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10:20 Coffee Break

11:00 Genome-Wide Epigenetic Profi ling To Identify Oncology 
Biomarkers For Diagnostic and Theranostic Applications

Prof. Wim Van Criekinge, Vice President, Biomarker Research and Pharmacog-
enomics, OncoMethylome Sciences; and Professor, University Ghent, Belgium
A multi-faceted technological approach has been developed based on a proprietary 
Methylation-Specifi c PCR (MSP) platform to identify DNA methylation-based oncology 
biomarkers for early disease detection and theranostic applications. OncoMethylome 
utilizes epigenetic sensitization, aka pharmacological unmasking and next –genera-
tion sequencing methods together with a pathway-based real-time MSP array ap-
proach to exhaustively mine the epigenome and identify relevant biomarkers. This 
approach combines a sensitive and specifi c discovery phase with a smooth transition 
to analytically validated assays for clinical trial testing. Applying these approaches 
in high throughput mode on samples ranging from model systems like cell-line panels 
and xenografts to primary patient material revealed novel epigenetic insights in cancer 
progression, effi ciently translated in biomarkers for early detection and prediction to 
response to therapy.11:30 Panel Discussion

12:00pm Luncheon Workshop (Opportunity Available) or Lunch on your own

PATHWAY ANALYSIS – Mapping Pathways 
& Identifying the Intervention Points 

1:00 Chairperson’s Remarks
Stephen J. Chanock, M.D., Director, Core Genotyping Facility Section Head, Translational 
Genomics Lab, National Cancer Institute

1:05 Genotype Wide Association Studies in Cancer
Stephen J. Chanock, M.D., Director, Core Genotyping Facility Section Head, Translational 
Genomics Lab, National Cancer Institute

1:35 Expression Profi les for Individual Tumors: 
Systems Level Modeling and Pathway Analysis 

Craig Giroux, Ph.D., Director of Systems and Computational Biology, Karmanos Cancer Insti-
tute, Wayne State University
Using graphical network based methods, we demonstrate that the gene expression activity patterns 
of individual tumor types can be mapped to the global cellular interaction network, thus revealing 
the presumptive state specifi c pathways and determinative processes underlying clinically distinct 
cancer subtypes. We are applying this systems level approach to the analysis of individual breast 
tumors.

2:05 Roadmap Toward Personalized Medicine
Craig Webb, Ph.D., Director, Program of Translational Medicine, Van Andel Research Institute  
There has been a great deal of excitement and optimism surrounding the era of individualized 
molecular-based medicine across therapeutic areas, including oncology. In reality, the effi cient 
discovery and practical implementation of biomarkers for optimal therapeutic selection requires a 
multi-disciplinary approach that includes clinical, laboratory and informatics expertise, as well as 
knowledge of the major drivers and hurdles to success. This presentation will outline our current 
efforts to utilize molecular information derived from patient tumors in conjunction with systems biol-
ogy and knowledge of biomarker-drug interaction to predict treatments with improved therapeutic 
index.

2:35 Cancer Pathways Analysis Through Inhibitor Profi ling
Fei Hua, Ph.D., Senior Scientist, Systems Biology, Pfi zer Inc. 
The PI3K/AKT pathway regulates many basic cellular functions including growth, proliferation 
and apoptosis, and therefore it is heavily targeted as cancer therapy. To better understand this 
pathway and inhibitors targeting this pathway, we used different inhibitors to perturb this pathway 
at various points. Effects on protein levels and phosphorylation status were profi led for a single cell 
line. Current understanding of the pathway and the inhibitors is insuffi cient to explain many of the 
experimental observations.

3:05 Close of Conference
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TUESDAY, FEBRUARY 24 
PRE-CONFERENCE SHORT COURSE*
Recommended Short Course(s)*
(SC6)  Best Practices in Translational Medicine, 

Drug Discovery, and Informatics
2:00 – 5:00pm

(See page 3 for details and a complete list of short courses)
*Separate Registration Required         

WEDNESDAY, FEBRUARY 25

7:30am Registration Open and Morning Coffee

8:45 Plenary Keynote Introduction 
Edward G. Heidig, General Counsel and Deputy Secretary, Business, Transporta-
tion and Housing Agency

8:55 PLENARY KEYNOTE 

Therapy Development in a Networked World
Jay M. Tenenbaum, Ph.D., Chairman and Chief Scientist, CollabRx, Inc.
A new paradigm for translational research will be described that combines the integrative 
and collaborative power of the Internet with personalized molecular analysis to slash the time 
and cost of therapy development. A key element is the creation of Health Commons, an open 
web-based ecosystem of researchers, clinicians, patients, pharma/biotechs, and service/
technology providers that can be rapidly mobilized to develop targeted therapies for disease 
subclasses. This ecosystem will stimulate the same radical increase in effi ciency for therapy 
development that ecommerce brought to business in the 1990s, ushering in a new age of 
collaborative, personalized medicine where every patient can afford custom therapies and 
discovery is driven by collectively interpreting the outcomes across all patients.

9:40 Grand Opening Refreshment Break 
in the Exhibit Hall

INTEGRATED R&D – DRIVING PRODUCTIVITY, INTEGRATED R&D – DRIVING PRODUCTIVITY, 
INNOVATION & MANAGING RESOURCES & COSTSINNOVATION & MANAGING RESOURCES & COSTS

11:00  Chairperson’s Remarks
Kevin Davies, Ph.D., Chief Editor, Bio-IT World

11:10 Scientifi c Workfl ows as Productivity Tools 
for Drug Discovery

John Shon, M.D., Ph.D., Site Head, In Silico Sciences, Roche  
Traditionally, most informatics investments are made to increase the effi ciency of drug discov-
ery.  The introduction of do-it-yourself scientifi c workfl ow platforms enables research informat-
ics organizations to shift their efforts towards scientifi c innovation.  Unlike most scientifi c data 
and application integration approaches, researchers apply scientifi c workfl ows for in silico 
experimentation and exploration, leading to scientifi c hypotheses and discoveries.  Produc-
tive scientifi c workfl ow environments enable researchers to share their scientifi c workfl ows, 
further increasing productivity.  Examples of applications of scientifi c workfl ows in pharma-
ceutical research will be shown.

11:40 The Role of Informatics and Genomics to Drive 
Innovation in Pharma 

Jakob DeVlieg, Ph.D., Global Head Molecular Design & Informatics, 
Molecular Design & Informatics, Schering-Plough
Bioinformatics and genomics are well-established scientifi c disciplines in pharmaceutical 
research. The availability of complete genome sequences and vast amounts of structural 
information on targets and target-ligand complexes have stimulated many efforts to rational-
ize the drug design process. It is believed that ‘omics’ and informatics may create many 
opportunities to speed up the multidisciplinary drug discovery process, and provide novel ap-
proaches to the design of drugs otherwise not possible. However, low productivity and high 
late stage attrition continue to challenge the pharmaceutical industry. Integrated R&D research 
approaches and genomics-based methods are needed to address the attrition problem and 
to increase productivity. 

12:10pm  Evolution of an Innovation Model to Support 
Pharma R&D

Martin D. Leach, Ph.D., Executive Director, MRL IT Basic Research & Biomarkers, 
Merck & Co. Inc.
There is a constant thirst for new technology for use in Pharma R&D. In a number of cases the 
technology is adopted before the problem it is solving is fully defi ned. We will describe the culture 
of innovation in Merck IT and the innovation process that identifi es the needs and the process that 
fosters and transitions innovative IT technologies into the Merck Research Laboratories.

12:40 RISé – Research Informatics 
System at RISé 

Ajay Shah, Ph.D., MBA, PMP, Director, Research Informatics, 
Elan Pharmaceuticals Inc.

Sponsored by

Research Informatics System at Elan (RISé) is a de novo implementation of Research Informat-
ics platform and data strategy which seeks to integrate experimental chem istry and biology 
databases, computational tools, workfl ow systems, and knowledge management tools using 
a coherent platform and database architecture.  The RISé architecture also enables us to inte-
grate data from multiple vendors and in-house sources.  The .Net technology used for clients 
enables integration of various commercial clients with a collaborative environment.

1:10  Walk & Talk Luncheon in the Exhibit Hall

INTEGRATED R&D cont.INTEGRATED R&D cont.

2:15 Chairperson’s Remarks 
Kevin Davies, Ph.D., Chief Editor, Bio-IT World

2:20 Resource Management Strategies Impacting 
Systems Integration in R&D

David M. Sedlock, Ph.D. Senior Director, R&D Systems, Millennium 
Pharmaceuticals The TAKEDA Oncology Company
The development of integrated data management systems creates considerable cost related 
to systems documentation, support and maintenance, and changes to the environment.  We 
have developed several approaches to deal with these costs in a systematic way, including 
architectural network mapping, system lifecycle management, development of a non-GLP 
validation strategy, and service catalog creation.  These approaches have allowed us to 
reduce system costs signifi cantly during the past several years as we have increased our data 
integration network.

2:50 Democratized Serendipity: Leveraging 
Consumer-Oriented Technologies into Better 
R&D and Better Health Care Decisions

Joseph A. Cerro, President, The Schooner Group, LLC
The combination of (1) ubiquitous consumer electronic devices, (2) fl exible, inexpensive manu-
facturing capabilities, (3) easy to use “Web 2.0” interfaces, and (4) an increasing willingness of 
individuals to manage aspects of their own health care creates an unprecedented opportunity to 
collect patient data in the fi eld in near real time. Analyzing such data has the potential to transform 
the way pharmaceutical companies manage clinical development programs and may create 
new opportunities for theranostic development, biomarker validation, and, most importantly, indi-
vidualized care management. Several such projects will be discussed in this session.

3:20 Executive Panel: Integrated R&D, How Far 
Have We Come?

Moderator: Susan Ward, Ph.D.,Executive Advisor, Biotechnology & Pharma 
Panelists: All of the above speakers

4:20 Reception in the Exhibit Hall

5:00 Breakout Discussions in the Exhibit Hall

6:00 Close of Day

THURSDAY, FEBRUARY 26 

7:00 Registration Open and Morning Coffee

7:20 Plenary Keynote Introduction and Plenary 
Keynote Presentation

TRANSLATIONAL RESEARCH INFORMATICSTRANSLATIONAL RESEARCH INFORMATICS

8:25am  Chairperson’s Remarks
Ken Buetow, Ph.D., NCI Associate Director, Bioinformatics and Information 
Technology and Director, Center for Biomedical Informatics and Information
Technology, National Cancer Institute

8:30 Enterprise Information Integration to Inform 
Biomarker Discovery and Development:  Clinical 
Patient, Biosample and Omics Data

Brenda Yanak, Lead, Translational Medicine Informatics and IT, Merck Research 
Laboratories
In Spring, 2008 Merck received the 2008 Bio-IT Best Practices award in the Translational & 
Personalized Medicine category for creating an information pipeline bringing clinical patient 
data into Merck from its collaboration partner, the H. Lee Moffi tt Cancer Center & Research 
Institute.  This presentation will describe the next step in the evolution of systems at Merck 
which support translational informatics -- providing an integration portal for querying data 
from many sources to inform analyses aimed at biomarker discovery.

9:00 A Nationwide Network to Enable Translational 
Research

Ken Buetow, Ph.D., NCI Associate Director, Bioinformatics and Information 
Technology and Director, Center for Biomedical Informatics and Information 
Technology, National Cancer Institute
caBIG® is a national network of interconnected data, individuals, and organizations, de-
signed to share data and knowledge, simplify collaboration, and speed research to move 
new diagnostics and therapeutics from bench to bedside faster and more cost-effectively.  To-
day, caBIG® tools and infrastructure are enabling biomarker discovery studies, molecularly-
driven clinical trials, integration of images with genomic and clinical outcomes data, and 
management and analysis of data from high-throughput genomic technologies. 

9:30  Translating between Pre-clinical Data and Clinical 
Outcomes:  Successes and Challenges

Anastasia M. Khoury Christianson, Ph.D., Senior Director and Global Discipline 
Leader, Biomedical Informatics, AstraZeneca R&D Wilmington Tr
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EVALUATING TARGETS FOR CANCER
3:55  Chairperson’s Remarks
4:00 Systems Optimization of ErbB-Targeted Therapeutics: 

Development of an Anti-ErbB3 Monoclonal Antibody
Ulrik B. Nielsen, Ph.D., Vice President, Research, Merrimack Pharmaceuticals 

4:30 Oncology Target-Disease Linkage through 
Pathway Profi ling

Lihua Yu, Ph.D., Principal Scientist, Cancer Bioscience, AstraZeneca PLC 

5:00 Evaluation of Molecular Pathway Biomarkers of Novel Cancer 
Therapeutics

Sherry X. Yang, M.D., Ph.D, Chief of Nat’l Clinical Target Validation Laboratory, Division of Cancer 
Treatment and Diagnosis, National Cancer Institute

5:30 TBA
6:00 Close of Day

 FRIDAY, FEBRUARY 27
WHOLE GENOME EXPRESSION PROFILING
8:30 Chairperson’s Remarks
Michael Birrer, M.D., Ph.D., Deputy Branch Chief & Cell & Cancer Biology Head, Center for Can-
cer Research, National Cancer Institute

8:35 Whole Genome Expression Profi ling of Ovarian Cancer: Head-
ing Toward Individualized Care

Goli Samimi, Ph.D., MPH, Cancer Prevention Fellow, Cell and Cancer Biology Branch, National 
Cancer Institute

9:05 Personalized Cancer Therapy in the Light of Associative Learn-
ing: A Systematic Approach to Remove Technical and Analyti-
cal Diffi culties from its Path

Zoltan Szallasi, M.D., Senior Research Scientist, Children’s Hospital, Boston, USA, 
Professor, Danish Technical University, Lyngby, Denmark

9:35 Approach to Understanding the Functional Consequences of 
Susceptibility Alleles Discovered In Genome Wide Association 
Scans

Matthew Freedman M.D., Assistant Professor, Harvard Medical School, Associate Physician, Dana-
Farber Cancer Institute, Associate Member, Broad Institute of Harvard and MIT
Genome wide association studies have delivered on the promise of fi nding risk variants for a large 
number of clinical traits.  Interestingly, the majority of variants discovered to date are located in non-
protein coding regions of the genome presenting a considerable challenge to understanding the 
mechanism by which risk is increased.  The talk will outline a multi-disciplinary approach to tackling 
this question.
10:05   Rapid Cancer Pathway and Biomarker Discovery 

Using ChIP-Seq and ChIP-DSL Technologies to 
Map Cancer Transcriptional Networks

Jeffrey Falk, Ph.D., Director Technology & Business Applications, Aviva Systems Biology

Sponsored by

10:20 Coffee Break
11:00 Genome-Wide Epigenetic Profi ling To Identify Oncology Bio-

markers For Diagnostic and Theranostic Applications
Prof. Wim Van Criekinge, Vice President, Biomarker Research and Pharmacogenomics, OncoMethy-
lome Sciences; and Professor, University Ghent, Belgium
A multi-faceted technological approach has been developed based on a proprietary Methylation-
Specifi c PCR (MSP) platform to identify DNA methylation-based oncology biomarkers for early disease 
detection and theranostic applications. OncoMethylome utilizes epigenetic sensitization, aka phar-
macological unmasking and next –generation sequencing methods together with a pathway-based 
real-time MSP array approach to exhaustively mine the epigenome and identify relevant biomarkers. 
This approach combines a sensitive and specifi c discovery phase with a smooth transition to analyti-
cally validated assays for clinical trial testing. Applying these approaches in high throughput mode on 
samples ranging from model systems like cell-line panels and xenografts to primary patient material 
revealed novel epigenetic insights in cancer progression, effi ciently translated in biomarkers for early 
detection and prediction to response to therapy.

11:30 Panel Discussion 
12:00pm Luncheon Presentation (Opportunity Available) 

or Lunch on your own

PATHWAY ANALYSIS – MAPPING PATHWAYS & 
IDENTIFYING THE INTERVENTION POINTS 
1:00 Chairperson’s Remarks
Stephen J. Chanock, M.D., Director, Core Genotyping Facility Section Head, Translational Genom-
ics Lab, National Cancer Institute

1:05 Genotype Wide Association Studies in Cancer
Stephen J. Chanock, M.D., Director, Core Genotyping Facility Section Head, Translational Genom-
ics Lab, National Cancer Institute 

1:35 Expression Profi les for Individual Tumors: Systems Level Mod-
eling and Pathway Analysis 

Craig Giroux, Ph.D., Director of Systems and Computational Biology, Karmanos Cancer Institute, 
Wayne State University 

2:05 Roadmap Toward Personalized Medicine
Craig Webb, Ph.D., Director, Program of Translational Medicine, Van Andel Research Institute  

2:35 Cancer Pathways Analysis Through Inhibitor Profi ling
Fei Hua, Ph.D., Senior Scientist, Systems Biology, Pfi zer Inc. 

3:05 Close of Conference

*Speaker abstracts available on-line at www.Tri-Conference.com
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THANK YOU TO ALL OUR SPONSORS

FRIDAY, FEBRUARY 27

CASE STUDIES: REAL DATA ON IMPLEMENTATION OF 
COMPANION DIAGNOSTICS 
8:30am Chairperson’s Remarks
Moderator: Linda McAllister, M.D., Ph.D., Vice President, Diagnostics, Arbor Vita Corp.

8:35 Developing Models for Companion Diagnostics 
Peter Alperin, M.D., Medical Director, Archimedes, Inc. 

9:05 Assessing the Effi cacy of Antiplatelet Therapy via Point-of-
Care Testing.

Brian T. Edmonds, Ph.D., Principal Investigator, Integrative Biology/ Global External Research 
& Development, Lilly Corporate Center  

9:35 From Drug Target to Patient Selection: Opportunities and 
Challenges of Developing Companion Diagnostic Test in 
Clinical Drug Development 

Lin Wu, Ph.D., Research Leader, Pharmacogenetics, Roche Molecular Systems Inc

10:05 Technology Spotlight (Opportunity Available)

10:20 Coffee Break

11:00 Companion Diagnostics: Personalized Medicine in the 
Pharmaceutical Industry

Andrea H. Lauber, Ph.D., Strategic Transactions Group, Bristol-Myers Squibb Company

11:30 Does Your Indication Have the Right DNA for a Stratifi ed 
Medicine Approach?

Mark Trusheim, Visiting Scholar, Sloan School of Management, MIT

12:00pm Luncheon Workshop (Opportunity Available) or Lunch on your own

INCORPORATING COMPANION DIAGNOSTICS INTO 
DRUG DEVELOPMENT 
1:00 Chairperson’s Remarks
Jan Trøst Jørgensen, M. Sc. Pharm., Ph.D., Director, Clinical Research, CMC Contrast AB and 
Henrik Winther, DVM, Ph.D., Research Director, Dako Denmark A/S

1:05 From Blockbuster Medicine to Personalized Medicine
Jan Trøst Jørgensen, M. Sc. Pharm., Ph.D., Director, Clinical Research, CMC Contrast AB

1:35 Ensuring the Safety and Utility of Companion Diagnostic Tests 
Alberto Gutierrez, Ph.D., Deputy Director of OIVD, Offi ce of In Vitro Diagnostic Device Evalua-
tion and Safety, Food & Drug Administration

2:05 Integrating Companion Diagnostic Development into Drug 
Programs - A Pharma Viewpoint

Duncan McHale, M.D., Medical Director, Personalized Healthcare, AstraZeneca 

2:35 Clinical Validation of Companion Diagnostics in Breast Cancer
Christos Hatzis, Ph.D., Founder & Vice President, Nuvera Biosciences 

3:05 Close of Conference

SPEAKER ABSTRACTS AVAILABLE ONLINE AT WWW.TRI-CONFERENCE.COM
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EXCLUSIVE COCKTAIL 
RECEPTIONS 
(Program-specifi c) 

CHI will invite 
all delegates from 
a specifi c conference 
program to a private 
reception at the host hotel. 
Cocktails and hors d’oeuvres 
will be served in a setting 
conducive to networking. These 
receptions are available on a 
fi rst-come, fi rst served basis. 

Contact your sales 
representative today to fi nd 
out about availability and 
additional sponsorship 
package benefi ts.

NEW THIS YEAR

 NEW THIS YEAR

Best New 
Product Awards
The Best New Product 
Award honors company’s 
new products at the 2009 
Molecular Medicine 
Tri-Conference. 
Attendees are 
invited to vote 
on products 
in one of fi ve 
categories 
and winners 
are announced 
at a ceremony hosted on 
the expo fl oor. Look for the 
Best New Product logo 

designating this 
year’s contenders, 
grab a ballot, 
and then come 
and see if your 
favorite product 

takes the prize.

3333Tri-Conference.comTri-Conference.com

hosted on

SPONSORSHIP & EXHIBIT INFORMATION
Sponsorships allow you to achieve your objectives before, during and long after the event. Any sponsorship can be customized to meet 
with your company’s needs and budget. Signing on earlier will allow you to maximize exposure to hard-to-reach decision-makers.

OPPORTUNITIES INCLUDE:

Podium Presentations
Present your solutions for 15 or 30 minutes in the session room during lunch or as part of the conference program.

Invitation-Only Networking Functions
CHI will invite all delegates from a specifi c conference program to a private reception at the host hotel. Cocktails and hors 
d’oeuvres will be served in a setting conducive to networking. These receptions are available on a fi rst-come, fi rst served basis. 
Contact your sales representative today to fi nd out about availability and additional package benefi ts.

Other Promotional Opportunities
•  Vendor Theatre Presentation 
• Conference Tote Bags 
• Badge Lanyards 
• Program Guide Event Directory Sponsorship 
• Poster Award Sponsorship 
• Corporate Branding Packages 
• Tote Bag Inserts 
• Refreshment Breaks 
• Poster Abstract Book 
• And more!
 EXHIBITING INFORMATION:

Exhibitors will enjoy facilitated networking opportunities 
with more than 3,000 delegates. Showcase your product, service, or solution to our highly qualifi ed audience to promote brand 
awareness and create valuable business leads. Please visit Tri-Conference.com for an updated fl oor plan, the current 2009 
exhibitors and full listing of exhibit benefi ts.

2009 SPONSORS & EXHIBITORS 
as of 11.20.08
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 NEW THIS YEAR

CHI’S INSIGHT PHARMA REPORTS
A series of  reports that evaluate the salient trends in pharmaceutical technology, 
business, and therapy markets. Keep abreast of the latest advances in pharmaceuti-
cal R&D,  their potential applications and business impacts, and their current and 
future position in the marketplace. For a list of reports, visit InsightPharmaReports.
com, or contact Rose LaRaia, rlaraia@healthtech.com, 781-972-5444

ADDITIONAL REGISTRATION DETAILS
Each registration includes all conference sessions, posters and exhibits, food func-
tions, and a copy of the conference CD.

GROUP DISCOUNTS
Special rates are available for multiple attendees from the same organization. 
Contact David Cunningham at 781-972-5472 to discuss your options and take 
advantage of the savings.

 HANDICAPPED EQUAL ACCESS
In accordance with the ADA, Cambridge Healthtech Institute is pleased to ar-
range special accommodations for attendees with special needs. All requests for 
such assistance must be submitted in writing to CHI at least 30 days prior to the 
start of the meeting.

SUBSTITUTION/CANCELLATION POLICY
In the event that you need to cancel a registration, you may:

Transfer your registration to a colleague within your organization• 
Credit your registration to another Cambridge Healthtech Institute program• 
Request a refund minus a $100 processing fee per conference• 
Request a refund minus the cost ($750) of ordering a copy of the CD• 

NOTE: Cancellations will only be accepted up to two weeks prior to the conference.

Program and speakers are subject to change.

Video and or audio recording of any kind is prohibited onsite at all CHI events.

TRACK PRICING (FEBRUARY 25-27)TRACK PRICING (FEBRUARY 25-27) 
Access to 200+ Presentations Covering 11 Tracks, CHI’s Intro-Net, Scientifi c Posters and more!
Early Registration until December 12, 2008 ❒ $1545 ❒ $845     
Advance Registration until January 23, 2009 ❒ $1695 ❒ $995   
Registration after January 23, 2009 ❒ $1895 ❒ $1045  

TRACK SELECTION: (REQUIRED) 
CHOOSE ONE: Please indicate the ONE track you are most likely to attend. 
❒ Track 1: Molecular Diagnostics
❒ Track 2: Mastering Medicinal Chemistry
❒ Track 3: Stem Cells Congress
❒ Track 4: Executive Summit on Strategy and Innovation
                   Qualifi ed Attendance

❒ Track 5: Preclinical Drug Safety

❒ Track 6:  Preclinical Development of Biologics
❒ Track 7:  Translational Medicine
❒ Track 8:  Cancer Profi ling & Pathways
❒ Track 9:   Adopting Integrated R&D Informatics Systems 
❒ Track 10:  Cancer Molecular Markers 
❒ Track 11:  Companion Diagnostics   

DISCOUNTS*
❒ Poster ($50 off) ❒ Alumni (25% off ) ❒ (25% off )
* See page 3 for Alumni details • Alumni and Bay Bio Discount cannot be combined Discounts not applicable on Pre-Conference Events, 

(Conference registrations only)

❒ Yes, I want to take advantage of the hotel incentive offer* at $75 off
❒ Grand Hyatt San Francisco Hotel    ❒ Intercontinental San Francisco Hotel   My confi rmation number is _________________________
* Must be under the Molecular Medicine Tri-Conference room block for a minimum of three nights.

Multi-pack Discount: Purchase presentation materials for the entire event for only $750.
CD Includes presentation material from all eleven tracks, poster abstracts and more. 
❒ I cannot attend but would like to purchase the event CD for $750 (plus shipping) (Massachusetts delivery will include 5% sales tax).

 3. PAYMENT INFORMATION:
❒ Enclosed is a check or money order payable to Cambridge Healthtech Institute, drawn on a U.S. bank, in U.S. currency.
❒ Invoice me, but reserve my space with credit card information listed below. 
Invoices unpaid two weeks prior to conference will be billed to credit card at full registration rate. Invoices must be paid in 
full and checks received by the deadline date to retain registration discount. If you plan to register on site, please check with 
CHI beforehand for space availability.
❒  Please charge: ❒ AMEX (15 digits)  ❒ Visa (13-16 digits)   ❒ MasterCard (16 digits)  

Card #       Exp. Date

Cardholder

Signature

Cardholder’s Address (if different from above)

City/State/Postal Code

Country

 4. FAX OR MAIL REGISTRATION TO:

Cambridge Healthtech Institute, 250 First Avenue, Suite 300, Needham, MA 02494
Phone: 781-972-5400 or Toll-free in the U.S. 888-999-6288 • Fax: 781-972-5425 • Tri-Conference.com
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PRESENT A POSTER AND SAVE $50

Cambridge Healthtech Institute encourages attendees to gain further exposure by 
presenting their work in the poster sessions.  To secure a poster board and inclusion 
in the conference CD, your abstract must be submitted, accepted and registration 
paid in full by January 23, 2009. Register online to use the Poster Abstract 
Submission form or, if you register by phone, fax, or mail, you will receive Poster 
Abstract Submission guidelines via email. I am interested in presenting a poster at:
❒ Molecular Medicine Tri-Conference
and will submit a completed one-page abstract by January 23, 2009.
(Please Note: Registration must be paid in full to present a poster.)

Title

Yes! I would like to receive a FREE subscription to:

Innovati ve management in clinical trials❒ 

 1. REGISTRATION INFORMATION: 

❒ Mr.  ❒ Ms.  ❒ Mrs.  ❒ Dr.  ❒ Prof.  

Name 

Job Title       Div./Dept.

Company

Address

City/State/Postal Code

Country

Telephone  

Fax

Email*

*Email is not a mandatory fi eld. However, by excluding your email you will not receive notifi cation about online access to 
pre-conference presenter materials, conference updates and networking opportunities.

How would you prefer to receive notices from CHI:   EMAIL:  ❒ Yes   ❒ No        FAX:   ❒  Yes    ❒  No

 2. PRICING INFORMATION:

PRE-CONFERENCE EVENTS (FEBRUARY 24)PRE-CONFERENCE EVENTS (FEBRUARY 24)

 Commercial   Academic, Government,
Hospital-Affi liate

MMTC F

Conference Dates: February 25-27, 2009
Exhibit Dates: February 25-26, 2009

Moscone North Convention Center | San Francisco, California

Molecular Medicine

 Tri-Conference
     Shaping Future Medicine

Full Day Short Course: SC 9 Novel Approaches to Cancer Biomarkers   ❒ $995 • Commercial  ❒ $595 • Academic, Government, Hospital-Affi liated

❒ 
The latest industry news, commentary 
and highlights from Bio•IT World

❒ 
Informati cs tools and strategies 
driving decisions

REGISTER 3 — 4th IS FREE  Individuals must register for the same conference or conference combination and submit completed 
registration forms together for discount to apply. Please reproduce this registration form as needed

MORNING SHORT COURSES:
❒  SC1  Development of Monoclonal Antibodies from 

 Discovery to the Clinic – Part 1
❒  SC3  Companion Diagnostics
❒  SC5  Fragment Inspired Medicinal Chemistry
❒  SC8  Assessing Mitochondrial Function 

 In Drug Discovery And Safety

Choose 1 Short Course:
❒ $695 • Commercial
❒ $345 • Academic, Government, Hospital-Affi liated

AFTERNOON SHORT COURSES:
❒  SC2  Development of Monoclonal Antibodies from Discovery to the Clinic – Part 2
❒  SC4  Circulating Tumor Cells and Cancer Stem Cells
❒  SC6  Best Practices in Translational Medicine, Drug Discovery, and Informatics 
❒ SC10 Collaborating to Accelerate the Adoption of Novel Technologies in 

 the Preclinical R&D Process 

Choose 2 Short Courses:
❒ $995 • Commercial 
❒ $595 • Academic, Government, Hospital-Affi liated


